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Power simulations. To estimate our power to detect selection in the ascertained Illumina
data, we performed simulations under the “cosi” model of human demography [3] with a slight
modification— for computational efficiency, the recent increases in population size were dropped.
This had little effect on the fit of the model to the HapMap data (results not shown). Other rele-
vant parameters are described in the main text. The selection model is one where a single selected
site arises and sweeps up in frequency. Implicitly, this assumes a given selected locus in the human
genome has experienced only a single selective sweep in the time from over which our statistics
are applicable (approximately 10-80ky); we find this reasonable, and simulations of this kind are a
standard method for testing the power of a test for selection [2, 4-7]

To approximate the ascertainment of the Illumina panel, we performed a two-stage ascertain-
ment on all of the simulations; this is described in the main text. In Supplementary Figure 1, we
show that this procedure provides a good approximation to the frequency spectrum of the Illumina
chip. For calculations of power, in all cases the selected site was excluded from analysis, making
the calculations conservative. In Supplementary Figure 2, we show power estimates as a function
of derived allele frequency in different demographies, and in Supplementary Figure 3, we show the
effect of sample size on power.

About 200 of the simulations have a selected allele that arises on the branch common to both
the “European” and “Asian” populations; this allows us to get an upper bound on the expected
amount of overlap between the populations for XP-EHH (with a selection coefficient of 1% almost
all selected alleles that arose during that branch would have gone to fixation and are not likely to
be detected by iHS). In these simulations of truly shared selective sweeps, 76% are detected in both

populations.

Overlap of haplotype-based selection signals between populations. We calculated iHS
and XP-EHH in each individual population, and converted scores to empirical p-values as described
in the text. For a signal to be considered overlapping between populations, we required that the
iHS or XP-EHH score be in the 1% tail of one population and the 5% tail of the other. In
Supplementary Figures 4 and 5, we show the fraction of selection signals that overlap between
all pairs of populations. The striking difference between African and non-African populations in
XP-EHH is an artifact of the way XP-EHH is calculated—for non-African populations, we used the
group of Bantu speakers as a reference, and for African populations we used a group of European
chromosomes as the reference. We performed the test this way to most closely follow what was most
powerful in the simulations, but this means that the non-overlap between African and non-African

populations by XP-EHH is not meaningful.

Calculation of the CLR statistic and overlap with other signals of selection The CLR
test used in the main text as an alternative to XP-EHH for detecting high-frequency sweeps was
originally designed to be applied to data for which SNP ascertainment is constant across the genome
and, ideally, can be properly modeled. This is not the case for the HGDP data-tag SNPs were

identified in the HapMap database, which has complicated and often unknown ascertainment [1].



Because of this, we have used this statistic not as a formal test for significance, but rather to rank
regions by the deviance of the allele frequency spectra from the genome-wide average. We then used
the CLR statistics as test statistics like XP-EHH and iHS and convert them to empirical p-values
after controlling for SNP density, as described in the main text.

As XP-EHH and CLR both detect local deviations in the allele frequency spectrum (XP-EHH
detects regions of extended homozygosity), we expect them to largely overlap. This is indeed the
case for non-African populations—defining overlap as above, we find that the CLR and XP-EHH
statistics overlap 63%, 58%, 67%, 83%, 88%, and 71% for Europe, the Middle East, S. Asian, E.
Asia, Oceania, and the Americas, respectively. For the Bantu, however, the overlap is only 28%.
We interpret this to mean that many signals of fixed sweeps in the Bantu are less robust than
those outside of Africa. This is consistent with the observation that there appear to be few reliable

signals of recent fixations in African populations|2, 4].
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Figure 1: Marginal frequency spectra in the simulations before and after the application of the
ascertainment procedure, as well as in the real data. In the first column are the marginal allele
frequency spectra in the simulations before application of the ascertainment procedure, in the
second column are the allele frequency spectra in the simulations after the application of the
ascertainment procedure, and in the third column are the marginal allele frequency spectra in the
HapMap populations at the SNPs typed on the Illumina panel.
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Figure 2: Power of iHS (A) and XP-EHH (B) in three demographies based on the
HapMap. Selected alleles were introduced at a random time with a selection coefficient of 1%
and simulated forwards in time. In all simulations, the selected site was excluded from analyses.
Simulations were binned into six bins according the the final frequency of the selected allele. The
type I error was set to 1%, with the threshold determined by neutral simulations.
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Figure 3: Power of iHS (A) and XP-EHH (B) in the YRI demography for different
sample sizes (in number of chromosomes). Selected alleles were introduced at a random time
with a selection coefficient of 1% and simulated forwards in time. Simulations were binned into six
bins according the the final frequency of the selected allele. The type I error was set to 1%, with
the threshold determined by neutral simulations.
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Figure 4: Overlap of iHS signals across populations. In each cell (i, j) the fraction of windows with
scores in the 1% tail of iHS in population 7 and in the 5% tail of iHS in population j is colored
according the legend on the right.
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Figure 5: Overlap of XP-EHH signals across populations. In each cell (7, j) the fraction of windows
with scores in the 1% tail of XP-EHH in population ¢ and in the 5% tail of XP-EHH in population
7 is colored according the legend on the right.
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Figure 8: Top 10 CLR signals by population cluster. This is analogous to Figure 1 in

main text.
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Figure 9: Fgr surrounding loci involved in natural variation in lipid levels. This figure
was generated as in Figures 3 and 4 in the main text.
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Figure 10: Fgr surrounding loci involved in natural variation in susceptibility to Crohn’s
disease. This figure was generated as in Figures 3 and 4 in the main text.
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Figure 11: Fgr surrounding loci involved in natural variation in height. This figure was
generated as in Figures 3 and 4 in the main text.
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Figure 12: Fgr between Bantu and Pygmy populations surrounding loci involved in
natural variation in height. This figure was generated as in Figures 3 and 4 in the main text.
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Figure 13: The top 1% of iHS signals in the Bantu, ordered from top to bottom in order of
significance. See the caption of Figure 1 in the Iilézin text for details.
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Figure 14: The top 1% of iHS signals in the Biaka Pygmies, ordered from top to bottom in order
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Figure 15: The top 1% of iHS signals in the Europeans, ordered from top to bottom in order
significance. See the caption of Figure 1 in the Iilélin text for details.
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chrg 84.6:84.8
chr7 125.8:126 GRM8
chr4 130:130.2 PHF17,SCLT1,C4orf33
chr5112.4:112.6 - ] DCP2MCC
chrl5 64.8:65 SMADS
chrl87.4:7.6 [ PTPRM
chr5 74.6:74.8 - HMGCR,COL4A3BP,POLK
chrg 42.6:42.8 CHRNA6, THAP1,RNF170,CHRNB3
chrl5 46:46.2 ] SLC24AS5,MYEF2

Figure 16: The top 1% of iHS signals in the Middle East, ordered from top to bottom in order of
significance. See the caption of Figure 1 in the Iilélin text for details.
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Figure 17: The top 1% of iHS signals in South Asia, ordered from top to bottom in order of

«
N

AN

o3 @ oS
@™ @)‘OQ\\N\QZ

@
P

@ o0
P‘s\ 0066‘ P‘«\

g e"«\g'&

SLC24A5 MYEF2,SLC12A1,0UT
TMEM100,PCTP

KCND2,TSPAN12

KCNHS,RHOJ,GPHBS, PPP2RSE

C80rf15 MTMR9, AMAC1L2, XKR6
FLI20699,PPARA LOC150383 PKDRE), GTSEL TRMU,CELSR1

NRG3

NGLY1,0XSM

C60rf148,KENQS

CBORFK32,COL22A1

CRB2,DENND1A

PRR3,RNF39,TRIM3L TRIMA40,TRIM15, TRIM26,FLJ45422, TRIM39,RPP21, HLA-E, GNL1 ABCF1
FBXW2,PSMD5 PHF19,TRAF1,C5,CEP110,RAB14

FLI35680

CXCR7

LGALS8 HEATRI ACTN2 MTR

sLCa4AL

NGAMT1.ZNF294

C200rf133
ACVRICACVRLUPP2

GPRSS,CAB39,ITM2C, PSMD1

LCN2,C1Z1,DNM1,GOLGA2, TRUB2,COQ4,SLC27A4,URM1,CEECAML,CO0r116
LIN28B BVES, POPDC3,PREP

APBA2
TCERG1,GPR151,PPP2R2B

RGSY

SLC25A36,SPSB4,ACPL2

DKFZP686A01247,PHOX2B, TMEM33

cepc1028

DCP2,MCC

GPBARL PNKD,ARPC2,TMBIM1,MGC50811,SLC11A1,CTDSP1VIL1,USP37 AAMP.
™TC2

NUDT18,00K2, XPO7,NPM2,FGF17,EPBA9,RAIL6 HR

USP25,C210r134

KIAA1324L DMTF1

RARB,TOP2B

ACSL3KCNE4
ANKS1B

PLEKHG3,SPTB,CHURC1,GPX2,RAB15,FNTB,MAX
PDE11A AGPS,TTC30A,TTC30B

NTRK2

PCMTD1

EFCBP1,TMEMS5A,0TUD6B
PRDM10,C110rf37,APLP2,ST14,ZBTB44
ROR2,SPTLC1

PARD6B, BCAS4,ADNP,DPM1,MOCS3
RP1L1,C80r174,SOX7,PINX1XKRE
CHRNAG, THAP1 RNF170,CHRNB3
IPMK,ZCD1,UBE2D1,TFAM
CCT8,C210rf7,BACH1,GRIK1

ELMOL

HTR3A,ZBTB16

18X

C12orf64

GALNT17
CBR4,SH3RFL
SYNE2
SMADS

NDUFB6, TAF1L LOC401498
DNAH7,STK178 HECW2

PLCBA,C200rf103, PAK7

PLCZ1,CAPZA3

coL22a1

FOXA2

TSPYLS

UBE2N,MRPL42,SOCS2,CRADD
OR2B3,0R5U1,0R5V1,0R12D3,L0C651503
ZNF783,PDIA4,ZNF786,ZNF425,ZNF398,ZNF212,ZNF282
KITLG

CDH13,HSBPL EFCBP2,MBTPS1,0SGIN,MLYCD,LOC146167

ADRBK2

NAALADL2

FTMT
DIAPH3

significance. See the caption of Figure 1 in the I%Lin text for details.



0.001

chr2 108.8:109
chr2 212.6:213
chr6 125.8:126.2
chr2 108:108.4
chr10 55.6:55.8
chr10 94.8:95.2
chr5112.2:112.6
chr10 55:55.2
chrll 25.2:25.6
chri21.2:1.4
chrl3103.8:104
chr2 125.8:126.2
chrl7 45.8:46.2
chr4 170.2:170.6
chr9 110.2:110.6
chrl3 62.6:62.8
chrg 32:32.2
chr22 38.2:38.4
chr2 17:17.4
chrl 73.6:73.8
chr5 108:108.2
chr5 25:25.2
chr10 52.8:53
chrl0 94.4:94.6
chr20 58.2:58.4
chr9 125.2:125.6
chrl6 17.2:17.4
chr7 86.2:86.4
chr2 172.8:173.2
chrl6 64.2:64.4
chr2 38.2:38.4
chrl 65.8:66
chr4 105.2:105.6
chrl5 62:62.2
chr7 3.8:4.2
chrl0 11:11.2
chrl6 76:76.2
chrl 75.6:76
chr4 158.6:159
chr9 110.8:111
chrl 103.2:103.4
chr4 28.2:28.6
chré 159:159.2
chr371.4:71.6
chr2 29.2:29.4
chrl04.2:4.4
chr22 34.8:35.2
chr4 144.4:144.6
chr13110.6:110.8
chrX 86.2:86.4
chr362.6:62.8
chrl0 15.4:15.6
chr7 126.6:127
chr3 176.6:177
chr7 111.8:112
chr3 27.2:27.4
chr5 139:139.2
chr7 50:50.2
chrll81:81.2
chr3 169:169.2
chr9 15.8:16
chr4 160.4:160.8
chrl 232.8:233
chrl 74.6:74.8
chrl8 29.4:29.6
chr2 178.4:178.6
chrl6 78.4:78.6
chrl3 62:62.2
chr6 32.2:32.4
chrl 171.2:171.4
chr5 172.8:173
chr4 153:153.2
chr6 105.6:105.8
chr7 138.2:138.4
chr3 197.4:197.6
chrg 11:11.2
chr9 23:23.2
chrl0 73.6:73.8
chr3114.4:114.6
chr2 43.6:43.8
chr5 38:38.2
chr2 56.6:56.8

0.05

N
s

N
O

<«

@ oSt
O \\@6"’6

9% po%ce]

S

g e"«\ga

RANBP2,FLI32745 EDAR
ERBB4

HEY2,NCOAT
SLC5A7,SULTIC3,SULTICL,SULTIC2,GCC2
PCDH15

EXOC6,CYP26C1,CYP26AL FERIL3,CEPSS
APC SRP19,DCP2,MCC,REEPS

ERC1

MRPL27, EME1LRRCS9,FLJ20920,CHAD,RSAD1 EPN3, SPATA20,CACNALG, ABCC3, ANKRD40,CROP XYLT2, MYCI
CBRA,SH3RFLNEK1

NRG1

MAP3K7IP1MGAT3 SMCR7L ATF4,RPS198P1,CACNAL

PRKG1
KIF11HHEX,EXOC6
LOC284757
CRB2,DENNDIA
XYLT1

GRM3 KIAAL324L
ITGAS,PDK1

CYP1BIMGC34824 ARLGIP2
LEPR PDEAB

cxxca

DAPK2,FAMSGASNX1, SNX22,PPIB, CSNKIGL
sok1

cuserz

ADAMTS1E

SLC44AS5, ACADM,RABGGTB MSH4

EPBA1L48,Corf4,C90rf5 CTNNALL
coL11AL

DYNLTLVIL2L0C202459,5YTL3
FOXP1

FLI34931,CLIP4 ALK

APOL3,APOL4, APOL2 APOL1MYH9,TXN2, FOXRED2 EIF3S7
USP38,GABL
ARHGEF7,C130rf16

CADPS
C100r138,ITGAS

GRM8,ZNF800,GCC1 ARFS,FSCN3 PAX4
NAALADL2

ZNF277P,IFRD1,FLI39575
NEK10,SLC4A7
UBE2D2,CXXC5,PSD2NRG2

zPBP

SERPINILGOLPH4
C9orf93

IRF28P2

TNNI3K,Clorf173

PDE11A

C60rf10, TNXB CREBL1,FKBPL,PRRT1,PPT2,EGFL8 AGPAT1,RNF5 AGER, GPSM3,NOTCH4,LOC401252,PBX2
TNFSF18,TNFSF4
FAM44B

LIN28B BVES,POPDC3 PREP
ZC3HAVIL ZC3HAVL
TM4SF19,FLI25996 ZDHHC19,0S Talpha,PCYT1A MGC33212
C8orf15 MTMR9, AMAC1L2 XKR6

ASCC1,C1001104,DDIT4,DNAIB12,CBARAL
BOC,WDR52,CCDC52

THADA,PLEKHH2

Figure 18: The top 1% of iHS signals in East Asia, ordered from top to bottom in order of
significance. See the caption of Figure 1 in the Igfin text for details.
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Figure 19: The top 1% of iHS signals in the Americas, ordered from top to bottom in order
significance. See the caption of Figure 1 in the IB%in text for details.
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Figure 20: The top 1% of iHS signals in Oceania, ordered from top to bottom in order of significance.
See the caption of Figure 1 in the main text for 2c!))etails.
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Figure 21: The top 1% of XP-EHH signals in the Bantu, ordered from top to bottom in order of
significance. See the caption of Figure 1 in the I%Lin text for details.
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Figure 22: The top 1% of XP-EHH signals in the Biaka Pygmies, ordered from top to bottom in
order of significance. See the caption of Figure ]Qén the main text for details.
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Figure 23: The top 1% of XP-EHH signals in Europe, ordered from top to bottom in order
significance. See the caption of Figure 1 in the I%Lin text for details.



0.001

chr21 16.8:17
chrl5 46:46.4
chr8 140:140.2
chr22 45:45.2
chr6 0:0.2

chrl4 62.6:63
chrl7 56:56.4
chr5 26.4:26.8
chrl4 61:61.2
chrg 139.6:139.8
chrl2 87.2:87.6
chr3 25.6:26
chr7 119.4:119.8
chrll 8:8.2
chr10 65.4:65.8
chrl5 46.6:46.8
chr5109.6:110
chr2 238:238.2
chr331.2:31.6
chrl8 55.8:56
chr6 108:108.2
chrl5 27:27.4
chr5 23.2:23.6
chr20 52.4:52.6
chr6 123.8:124.2
chrl7 52.6:53
chrl0 22.2:22.6
chr9 1.8:2

chrl9 7.2:7.6
chrX 110:110.4
chrx 35.8:36.2
chrl0118:118.4
chr8 17.6:17.8
chr21 29.8:30.2
chr3 131.6:131.8
chrl 35.2:35.6
chrl 35.8:36.2
chrl6 77:77.2
chr7 33.6:33.8
chrl2 57.6:57.8
chr3 26.2:26.4
chrl5 67.6:67.8
chrl2 124.6:124.8
chrll 64:64.4
chrl 65:65.2
chr9 32.6:32.8
chrl 192.2:192.6
chr3112.6:112.8
chr6 14.8:15
chr18 19.8:20
chr6 73.8:74
chrl0 25.8:26
chr3113:113.2
chr3 100.4:100.8
chrl0 22.8:23
chr5 21.8:22
chr4 55.8:56
chrl87.4:7.6
chr4 172.6:172.8
chr9 90.2:90.4
chr2 222.2:222.4
chrl7 60.6:60.8
chr20 21.8:22
chrl6 1.8:2
chrl3103:103.2
chr9 107:107.2
chr2 213:213.2
chrl0 83.6:84
chr3 111.2:111.4
chrl3 33.4:33.6
chr4 60.8:61
chr519.6:19.8
chr20 15.6:15.8
chrl 246:246.2
chrl 244:244.2
chr6 105.6:105.8
chrl2 87.8:88
chrl7 51.4:51.6
chr4 170.4:170.6
chr20 48.8:49
chr3 176.6:176.8
chr8 116:116.2
chrll 103.8:104
chr6 128.8:129
chré 4.6:4.8
chr9 16:16.2
chr511.6:11.8
chrl2 125.6:125.8
chr2 152.2:152.4
chrll 87:87.2
chr5 24.6:24.8
chr4 33.4:33.6
chr4 14.2:14.4

0.05

W
O

o33
%‘\'&‘&%’6‘\\ N

‘OQQ

o NS 6\3 vl
\“\QGZ‘P{%\ ?/P:‘p\oce’d%«\e,\\

C210r134
SLC24A5,MYEF2,SLC12A1,DUT

coL22A1

FLJ20699 PPARA,LOC150383,PKDREJ,GTSEL, TRMU,CELSRL
DUSP22,FLI43763

KCNH5,RHOJ,GPHBS, PPP2RSE

APPBP2,PPM1D BCAS3

PRKCH HIF1A
CBORFK32,COL22A1

KITLG
RARB.TOP2BNGLY1,0XSM
KCND2
EIF3S5,TUB,RIC3,LMO1

CEP152,FBN1

COL6A3.PRLH,RABL7 MLPH
STT38

SCML4,FLI10159
APBAZ,NDNL2

PRDM9

DOKS

TCBALTRDN

AKAPLMSI2

COMMD3,DNAJCL

SMARCA2
ARHGEF18,PEX11G,C190rf45, ZNF358,MCOLN1 XAB2,PCP2,STXBP2,RETN, PNPLAG, C190r159, INSR KIAA1543
PAK3,CAPNG,DCX

CXorf59,CXorf22

GFRA1,C100r196 PNLIPRP3,PNLIP PNLIPRP1,C100rf82,PNLIPRP2,HSPA12A

MTUS1,FGLLPCML

GRIKL

FLI35880

SFPQ.ZMYM4,ZMYM1,ZMYM6

KIAA0319L NCDN, TFAP2E PSMB2,FL138984,CLSPN EIF2C4,EIF2C1 EIF2C3

WWOX

BBSY

LRIG3

TMEM1328

SLC22A11,5LC22A12 NRXN2 RASGRP2, PYGM,SF1 MAP4K2, MEN1,CDC42BPG EHD1, KIAAD404,PPP2RSE
RAVER2,JAKL

NDUFBG, TAF1L,LOC401498

CD96.ZBED2

LAMA3,CABYR OSBPLIA,C180rf17

C60rf148 KCNQS

GPRIS8
TMPRSS7,PLCXD2,PHLDB2,ABHD10, TAGLN3
coLsal

PIPSK2A

CDH12

SRD5A2L, TMEM165,CLOCK

PTPRM

SPINI,CO0rf121

RGSY

RNF151, MAPKEIP3,NME3,MRPS34,EME2,SPSB3 NUBP2,IGFALS, FAHD1,C1601{73, SEPXL RPL3L NDUFB10,RPS2

sLCadAl
ERBB4
NRG3

RFC3

CDH18
C200r1133
ORSAT1,0R11L1,0R2W3,0R2T8,0R2L13, 0R2L8, OR2AK2, TRIMS58,OR1C1,ORSAY 1
SMYD3

LIN28B BVES,POPDC3 PREP.

ANKFNL
SH3RFLNEK1
PARD6B,BCAS4,ADNP,DPM1,MOCS3
NAALADL2

PTPRK
KU-MEL-3,CDYL
Coorfo3

CTNND2

NEB,ARLSA CACNB4.

CDH10

Figure 24: The top 1% of XP-EHH signals in the Middle East, ordered from top to bottom in order
of significance. See the caption of Figure 1 in thf7main text for details.
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Figure 25: The top 1% of XP-EHH signals in South Asia, ordered from top to bottom in order
significance. See the caption of Figure 1 in the I%Lin text for details.
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Figure 26: The top 1% of XP-EHH signals in East Asia, ordered from top to bottom in order of
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Figure 27: The top 1% of XP-EHH signals in the Americas, ordered from top to bottom in order

chr22 21.6:21.8
chr2 177.8:178.2
chr22 46.4:46.6
chr2 178.4:178.8
chr4 158.2:158.6
chrl0 59.2:59.4
chrl2 125.4:125.8
chr4 158.8:159
chrl7 56.2:56.6
chr3 157.2:157.6
chr22 45:45.2
chr10 115:115.4
chr2 158.2:158.6
chrl6 11:11.4
chrl9 46.6:46.8
chr5 107.2:107.6
chri2 1:1.4
chrl5 58.2:58.4
chr5 169:169.2
chr6 48.6:49
chrl2 30.4:30.6
chr5 154.6:155
chr6 49.2:49.4
chrl 165.2:165.6
chr2 108.4:108.8
chrl2 26:26.4
chr6 105.8:106.2
chr7 145.4:145.8
chrX 110:110.4
chrl5 43.8:44.2
chr21 14.8:15
chr6 111:111.4
chr21 16.2:16.6
chr5 140.6:141
chr5 153.6:153.8
chr6 134.6:135
chr20 32.6:33
chrl 178:178.4
chr4 61.4:61.6
chr2239.4:39.8
chrl02.8:3

chr2 158.8:159.2
chr6 35.2:35.4
chrg 11:11.2
chr5 108:108.2
chr18 11.2:11.4
chr22 40:40.2
chr22 48.2:48.4
chr5 173.2:173.4
chr3 190:190.2
chr6 125.8:126
chr2 3.6:3.8
chr2 28.2:28.6
¢chr10 110:110.2
chr9 122.4:122.6
chr6 162:162.2
chrX 111:111.2
chrll 46.4:46.6
chr3 158:158.2
chr5 8.6:8.8
chr10 59.6:59.8
chr4 60.8:61.2
chrll 92.8:93
chr2 17.6:18
chr29.4:9.8
chr4 160.6:160.8
chr5 150.4:150.6
chr10 22.8:23
chrl 27.6:27.8
chr6 54.6:55
chr22 43:43.2
chr21 16.8:17
chr4 29.4:29.6
chrl379.4:79.6
chr7 135.4:135.6
chr2 161.2:161.4
chr2 27.8:28
chr6 155.6:155.8
chr12 87.6:87.8
chrll 25.4:25.6
chr19 23:23.2
chr324:24.2
chr2 127.8:128
chr5 134.6:134.8

«
o3 @ oSt

NS 6\3 vl
P‘Q\QP“‘;\ Ocea PS(\?"\

RTDR1,GNAZ RAB36
HNRPA3,PDE11ANFE2L2 AGPS, TTC30A, TTC30B
FLI46257

DRB1,PDE11A,0SBPL6

GLRB,GRIAZ

BCAS3
KCNABL

FLJ20699,PPARA,LOC150383,PKDREJ.GTSEL, TRMU,CELSR1

HABP2,NRAP CASP7

ACVRIC.ACVRLUPP2
PRM1,KIAA0350,SOCS1,TNP2,PRM3,PRM2,C160rf75,LOC400499

TGFB1,MGC4093 EXOSC5,BCKDHA, B3GNTS,FLJ10241,CEACAM21, CEACAMA, TMEM91
FBXLL7

ERC1

ANXAZ

€CDC99,00CK2

Clorf32 MAEL GPA33,POU2F1,DUSP27
SULTIC2,GCC2,LIMS1 RANBP2,FLI32745
RASSF8,BHLHB3,SSPN,ITPR2

PREP

CNTNAP2

PAK3.CAPNG,DCX

SQRDL

SAMSN1

CDC2L6,AMD1,C60rf51,BXDCL

USP25,C210rf34

PCDHBY,PCDHB10,PCDHB11,PCDHB12,PCDHB13,PCDHB14,PCDHB15,SLC25A2, TAFT PCDHGAL PCDHGA,PCI

GALNT10,SAP30L, HAND1

ACSS2,[TCH,DYNLRBL MAP1LC3A PIGU, TP53INP2,NCOAS GSS.MYHTB GGTL3

C10rf76, TOR1AIP2 IFRG15, TORIAIP1,QSCN6, CEP350

MKLL,MCHR1,SLC25A17,ST13 XPNPEP3,DNAJB7,RBX1 EP300

LOC130940,PKP4
ANKS1A,TCP11,SCUBE3,ZNF76,DEF6 PPARD
C80rf15 MTMRI, AMAC1L2 XKR6

FER

L3MBTL2,RANGAP1,ZC3HTB, TEF, TOB2,PHF5A ACO2
FL144385,C220rf34

CPEB4,HMP19

LPP

RNASEH1,RPS7,COLECILALLC
BRE,FOSL2 PLB1

FBXW2,CDKSRAP2,PSMDS5,MEGF9
PARK2

ZCCHC16,TRPCS

DGKZ MDK,CHRM4,FL120294,C1101{77,KIAADB52

FLI16641

IPMK,ZCD1,UBE2D1,TFAM

C110rf75,CCDC67
VSNL1,SMC6,FLI40869, KCNS3
ITGB1BP1,DDEF2,CPSF3,IAHLADAMLT,YWHAQ

TNIP1,ANXAG,CCDC69,GM2A, SLC36A3, GPX3
PIPSK2A
FGR SYTL1MAP3K6,FCN3,GPR3,WASF2, AHDCL CD164L2

FAM838

C21orf34

SLC4A1AP RBKS BRE MRPL33
TIAM2, TFBIM,CLDN20,NOX3

NR1D2,THRB
ERCC3,MAP3K2,IWS1,PROC MYOTB

H2AFY,C50r120

of significance. See the caption of Figure 1 in thgomain text for details.



0.001

chr22 44.8:45.2
chr6 105.2:105.6
chrl2 65.6:66
chr21 16.2:16.6
chr4 95:95.4
chr8 100:100.4
chr819.4:19.8
chr9 38:38.4
chrl 174.8:175.2
chr5 58.6:59
chr8 134.8:135.2
chré 105.8:106
chr4 170.8:171.2
chr4 170.2:170.6
chrl 113.2:113.6
chr2 22.2:22.6
chr20 5.8:6

chr4 55.8:56.2
chr5 59.8:60.2
chr22 24.8:25
chr4 85.2:85.6
chrX 110:110.4
chr4 95.6:95.8
chr2 237:237.4
chrll 120.6:121
chr2 20.2:20.6
chr5 59.2:59.6
chrl2 116.4:116.6
chr2117.6:17.8
chr4 159.6:159.8
chrll 25.2:25.6
chrl130.8:31.2
chr2 165.8:166.2
chrll31.4:31.8
chr12 92.8:93
chr2 212.8:213.2
chrg 63.6:64
chr4 160:160.4
chr22.8:3.2
chr371.4:71.8
chrl7 50.8:51
chr2 142.6:143
chr1811.6:11.8
chr22 40.4:40.6
chr4 186.6:186.8
chr7 29.8:30
chrX 111:111.2
chrg 11:11.2
chrg 100.6:100.8
chr9 0.8:1

chrl0 65.6:66
chrl6 60:60.2
chr5 30.6:30.8
chrl3110.4:110.8
chr7 142:142.2
chr5 170.2:170.6
chr106.8:7.2
chrl6 5.4:5.6
chr2 205.8:206
chrl6 77.2:77.4
chrll 44:44.2
chr18 11.2:11.4
chr3 179.2:179.4
chr2 64.2:64.4
chr8 99.6:99.8
chr22 39.8:40.2
chr2 126:126.2
chr21 16.8:17
chrl 203.4:203.8
chr1343.6:43.8
chrg 64.6:64.8
chrX 110.6:110.8
chrl09:9.2

chr5 99.4:99.6
chr2 232.2:232.4
chr20 0:0.2

0.05

Figure 28: The top 1% of XP-EHH signals in Oceania, ordered from top to bottom in order of

«
o3 @ oSt

NS 6\3 vl
P‘Q\QP“‘;\ Ocea PS(\?"\

FLJ20699WNT7B,FLJ27365 PPARA,LOC150383 PKDREJ, GTSEL TRMU,CELSR1,C220r126
HACE1LIN28B

CANDL

USP25,C210rf34

ATOH1,SMARCAD1,PGDS

OSR2,VPS138

ChGn,INTS10,LPL

SHB,ALDH1BL,IGFBPLL

ASTN1PAPPAZ

PDE4D

PREP
NEK1,CLCN3,C4orf27, MFAP3L AADAT
CBRA,SH3RF1NEK1

LRIG2,SLC16A1

C200r1196,CHGB,CGI-09,MCM8,CRLS1,C200rf75,C200rf42
SRD5A2L, TMEM165,CLOCK,PDCL2,NMU
DEPDC1B,ELOVL7,ERCC8

MYO188 SEZ6L

NKX6-1

PAK3,CAPN6,DCX

PDLIMS

CXCR7,1QCA

TECTA,SORL1,SCSDL

SDC1,PUM2,RHOB

KSR2
CXADR

RXFP1,LOC201725,PPID,ETFDH

DCDC5,0CDC1
SCN2A,SCN3A FAM130A2
DPH4IMMP1L PAX6 ELP4

CRADD

ERBB4

FAM77D

FLI25371

Tssc1

FOXP1EIF4E3

HLF MMD

LRP1B

GNAL.CHMP18
MEI1XRCCE,NHP2L1,FLI23584,CCDC134, SREBF2
ANKRD37,C40rf20 CCDC110,PDLIM3, SORBS2
SCRN1,FKBP14,PLEKHAS WIPF3
ZCCHC16,TRPCS

CB0rf15 MTMR9, AMAC1L2, XKR6

VPS138

DMRT1,DMRT3,DMRT2

CDH8

ANKRD10,ARHGEF7,C130rf16
PRSS1,PRSS2
GABRP RANBP17

SFMBT2

PARD3B
WWOX

LOC390110,PHACS EXT2 ALX4

PELIL
STK3

EP300,L3MBTL2 RANGAP1,ZC3H7B, TEF, TOB2,PHF5A,ACO2

C2101f34

RBBPS,RIPKS5, TMCC2,NUAK2, KLHDCBA,LEMD1,PCTK3, MFSD4

C13orf21

ALG13

MGC35154,PTMA,PDE6D,COPSTB

DEFB125,DEFB126, DEFB127 DEFB128,DEFB129,DEFB32,C200r196, ZCCHC3

significance. See the caption of Figure 1 in the I};lilin text for details.



References

1]

Clark AG, Hubisz MJ, Bustamante CD, Williamson SH, Nielsen R (2005) Ascertainment bias

in studies of human genome-wide polymorphism. Genome Res 15: 1496-1502.

Sabeti PC, Varilly P, Fry B, Lohmueller J, Hostetter E, et al. (2007) Genome-wide detection

and characterization of positive selection in human populations. Nature 449: 913-918.

Schaffner SF, Foo C, Gabriel S, Reich D, Daly MJ, et al. (2005) Calibrating a coalescent

simulation of human genome sequence variation. Genome Res 15: 1576-1583.

Tang K, Thornton K, Stoneking M (2007) A New Approach for Using Genome Scans to Detect
Recent Positive Selection in the Human Genome. PLoS Biol 5: el71.

Teshima KM, Coop G, Przeworski M (2006) How reliable are empirical genomic scans for

selective sweeps? Genome Res 16: 702-712.

Thornton KR, Jensen JD (2007) Controlling the false-positive rate in multilocus genome scans
for selection. Genetics 175: 737-750.

Voight BF, Kudaravalli S, Wen X, Pritchard JK (2006) A map of recent positive selection in
the human genome. PLoS Biol 4: e72.

32



